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General Research Interest:
My general research interests are in the areas of functional genomics and bioinformatics in
wood formation.

Professional Preparation:

North Carolina State University, Forestry, Doctor of Philosophy, 2001.
North Carolina State University, Forestry, Master of Science, 1993.
National Taiwan University, Forestry, Bachelor of Science, 1987.

Appointments:

2003—present: North Carolina State University, Research Associate.

2001-2003 Bio-Informatics Group Inc., Cary, North Carolina, Research Scientist.
1989-1990 Taiwan Forest Research Institute, Division of Silviculture, Research Assistant.
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Teaching/Mentoring:

Mentoring a Kenan Fellow for two consecutive summers in 2010 and 2011. The outreach
program in the project “Regulation and Modeling of Lignin Biosynthesis” funded by the
National Science Foundation Plant Genome Research Program.

Mentoring a Kenan Fellow - Sarah Morey, a science teacher in Wakefield High School, Raleigh,
North Carolina in learning the application of biotechnology in forestry research, and assisting her
developed science education curriculums for high school students.

Guest lecture PHARS5200, North Carolina Central University, Durham, North Carolina,
Department of Pharmaceutical Sciences Spring, 2008.

The guest lecture series composed of two 1.5-hour courses given to the undergraduate student of
the Pharmaceutical Sciences at NCCU. Topics included the introduction of genomics and
bioinformatics, and their application in agriculture and medical biotechnologies.

BIT 8151, cDNA Microarray. North Carolina State University. May 1999.

This was a graduate level biotechnology two weeks summer course in ¢cDNA microarray
technology. It was an intensive two-week course designed to allow participating students to have
hands-on experiences on microarray probe design, array spotting, target labeling, hybridization,
data acquisition and statistical analysis.



